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LOCUS ECOFTSHJA 2950 bp DNA linear BCT 13-JUL-1993 

DEFINITION E.coli ftsH and ftsJ genes, complete cds . 

ACCESSION M83138 

VERSION M83138.1 GI : 146026 

KEYWORDS cell cycle control; ftsH gene; ftsJ gene; gene expression. 
SOURCE Escherichia coli 

ORGANISM Escherichia coli 

Bacteria; Proteobacteria; Gammaproteobacteria ; Enterobacteriaceae ; 
Escherichia . 

1 (bases 1 to 2950) 1 
Tomoyasu,T., Yuki,T., Morimura , S . , Mori,H., Yamanaka,K., Niki,H., 
Hiraga,S. and Ogura,T. 

The Escherichia coli FtsH protein is a prokaryotic member of a 
protein family of putative ATPases involved in membrane functions, 
cell cycle control, and gene expression 
J. Bacteriol. 175 (5), 1344-1351 (1993) 
93186701 
8444796 

Original source text: Escherichia coli (sub_strain W3110, strain 
K-12) DNA. 

Location/Qualif iers 
1..2950 

/organism= "Escherichia coli" 
/strain="K-12" 
/sub_strain= " W3 110 " 
/db_xref = " taxon : 562 " 
gene 79 . . 767 

/gene= M f tsJ" 
-35 signal 79. .84 

/gene="ftsJ" 
-10 signal 100. .105 

/gene="ftsJ" 
RBS 120.. 122 

/gene="ftsJ" 
CDS 138.. 767 

/gene="ftsJ" 
/ codon_s t ar t = 1 
/transl table=ll 
/protein_id= n AAA23812.1 " 
/db_xref="GI: 146027" 

/ trans lation= "MTGKKRSASSSRWLQEHFSDKYVQQAQKKGLRSRAWFKLDEIQQ 
SDKLFKPGMTWDLGAAPGGWSQYWTQIGGKGRIIACDLLPMDPIVGVDFLQGDFRD 
ELVMKALLERVGDSKVQVVMSDMAPNMSGTPAVDIPRAMYLVELALEMCRDVLAPGGS 
FWKVFQGEGFDEYLREIRSLFTKVKVRKPDSSRARSREVYIVATGRKP" 
gene 781. .2801 

/gene= M ftsH n 
-35 signal 781. .787 

/gene="ftsH" 
-10 signal 804. .809 

/gene="ftsH" 
RBS 838. .841 
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/gene="f tsH" 

867. .2801 

/gene="ftsH" 

/codon_start=l 

/transl table=ll 

/protein_id= " AAA23813 . 1 " 

/db_xref="GI : 146028" 

/ trans lation= "MAKNLILWLVIAVVLMSVFQSFGPSESNGRKVDYSTFLQEVNND 
QVREARINGREINVTKKDSNRYTTYIPVQDPKLLDNLLTKNVKWGEPPEEPSLLASI 
F I S WFPMLLL IGVW I FFMRQMQGGGGKGAMS FGKS KARMLTEDQ I KTTFAD VAGCDEA 
KEEVAELVEYLREPSRFQKLGGKIPKGVLMVGPPGTGKTLLAKAIAGEAKVPFFTISG 
SDFVEMFVGVGASRVRDMFEQAKKAAPCIIFIDEIDAVGRQRGAGLGGGHDEREQTLN 
QMLVEMDGFEGNEGIIVIAATNRPDVLDPALLRPGRFDRQVWGLPDVRGREQILKVH 
MRRVPLAPDIDAAIIARGTPGFSGADLANLVNEAALFAARGNKRWSMVEFEKAKDKI 
MMGAERRSMVMTEAQKESTAYHEAGHAI IGRLVPEHDPVHKVTI IPRGRALGVTFFLP 
EGDAI S ASRQKLES Q I STL YGGRLAEE 1 1 YGPEHVS TGASND I KVATNLARNMVTQWG 
FSEKLGPLLYAEEEGEVFLGRSVAKAKHMSDETARIIDQEVKALIERNYNRARQLLTD 
NMDILHAMKDALMKYETIDAPQIDDLMARRDVRPPAGWEEPGASNNSGDNGSPKAPRP 
VDEPRTPNPGNTMSEQLGDK" 

710 t 



697 c 



826 g 



actcagattc atcgtatttt ttgcttacgt tgggattgaa aacgggtcat tctaccgcca 
tctcccatat atcaccaaat aggcgcgtaa aaatttacgc aattggttac gatgagttat 



BASE COUNT 
ORIGIN 

1 
61 

121 ccccatggga aagttaaatg acaggtaaga agcgttctgc cagctccagc cgctggcttc 
181 aggaacactt tagcgataaa tatgttcaac aggcacagaa aaaggggtta cgttcccgtg 
241 cctggtttaa acttgatgaa atacagcaaa gtgacaaact ctttaaaccg ggaatgacgg 
301 ttgtcgacct tggtgctgct ccgggtggtt ggtcacaata tgtggtcacc caaattggcg 
361 gcaaaggccg catcatcgct tgcgatcttt tacctatgga tcctatcgtt ggtgtggact 
421 ttcttcaggg cgattttcgt gatgaactgg tgatgaaagc actgctggag cgcgttggcg 
481 acagcaaagt ccaggttgtc atgtccgata tggcaccaaa catgagcgga acaccggcgg 
541 tggatatccc ccgtgccatg tatctggtgg aactggcgct agaaatgtgt cgtgatgtat 
601 tagcgccagg tggcagtttt gtagtgaagg tgttccaggg cgaaggtttc gatgagtatc 
661 taagggaaat tcgctccctg tttacgaagg tcaaagttcg taagccggac tcttctcgtg 
721 cacgttcgcg ggaagtgtat attgtagcga ccgggcgtaa accctaaccg ggagatttca 
781 gacgaaagtt tgaaagatgc tggatataga gtatcctgac gctgttttta acacagttgt 
841 aataagaggt taatcccttg agtgacatgg cgaaaaacct aatactctgg ctggtcattg 
901 ccgttgtgct gatgtcagta ttccagagct ttgggcccag cgagtctaat ggccgtaagg 
961 tggattactc taccttccta caagaggtca ataacgacca ggttcgtgaa gcgcgtatca 
1021 acggacgtga aatcaacgtt accaagaaag atagtaaccg ttataccact tacattccgg 
1081 ttcaggatcc gaaattactg gataacctgt tgaccaagaa cgtcaaggtt gtcggtgaac 
1141 cgcctgaaga accaagcctg ctggcttcta tcttcatctc ctggttcccg atgctgttgc 

12 01 tgattggtgt ctggatcttc ttcatgcgtc aaatgcaggg cggcggtggc aaaggtgcca 
1261 tgtcgtttgg taagagcaaa gcgcgcatgc tgacggaaga tcagatcaaa acgacctttg 
1321 ctgacgttgc gggctgcgac gaagcaaaag aagaagttgc tgaactggtt gagtatctgc 

13 81 gcgagccgag ccgcttccag aaactcggcg gtaagatccc gaaaggcgtc ttgatggtcg 
1441 gtcctccggg taccggtaaa acgctgctgg cgaaagcgat tgcaggcgaa gcgaaagttc 
1501 cgttctttac tatctccggt tctgacttcg tagaaatgtt cgtcggtgtg ggtgcatccc 
1561 gtgttcgtga catgttcgaa caggcgaaga aagcggcacc gtgcatcatc tttatcgatg 
1621 aaatcgacgc cgtaggccgc cagcgtggcg ctggtctggg cggtggtcac gatgaacgtg 
1681 aacagactct gaaccagatg ctggttgaga tggatggctt cgaaggtaac gaaggtatca 
1741 tcgttatcgc cgcgactaac cgtccggacg ttctcgaccc ggccctgctg cgtcctggcc 
1801 gtttcgaccg tcaggttgtg gtcggcttgc cagatgttcg cggtcgtgag cagatcctga 
1861 aagttcacat gcgtcgcgta ccattggcac ccgatatcga cgcggcaatc attgcccgtg 
1921 gtactcctgg tttctccggt gctgacctgg cgaacctggt gaacgaagcg gcactgttcg 
1981 ctgctcgtgg caacaaacgc gttgtgtcga tggttgagtt cgagaaagcg aaagacaaaa 
2 041 tcatgatggg tgcggaacgt cgctccatgg tgatgacgga agcgcagaaa gaatcgacgg 
2101 cttaccacga agcgggtcat gcgattatcg gtcgcctggt gccggaacac gatccggtgc 
2161 acaaagtgac gattatccca cgcggtcgtg cgctgggtgt gactttcttc ttgcctgagg 
2221 gcgacgcaat cagcgccagc cgtcagaaac tggaaagcca gatttctacg ctgtacggtg 
22 81 gtcgtctggc agaagagatc atctacgggc cggaacatgt atctaccggt gcgtccaacg 
2341 atattaaagt tgcgaccaac ctggcacgta acatggtgac tcagtggggc ttctctgaga 
24 01 aattgggtcc actgctgtac gcggaagaag aaggtgaagt gttcctcggc cgtagcgtag 
2461 cgaaagcgaa acatatgtcc gatgaaactg cacgtatcat cgaccaggaa gtgaaagcac 
2 521 tgattgagcg taactataat cgtgcgcgtc agcttctgac cgacaatatg gatattctgc 
2581 atgcgatgaa agatgctctc atgaaatatg agactatcga cgcaccgcag attgatgacc 
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2641 tgatggcacg tcgcgatgta cgtccgccag cgggctggga agaaccaggc gcttctaaca 

2701 attctggcga caatggtagt ccaaaggctc ctcgtccggt tgatgaaccg cgtacgccga 

2761 acccgggtaa caccatgtca gagcagttag gcgacaagta agttcccgca tcagatgact 

2821 gtatttgtac cgaaaacccc ggggcgtgct ccggggtttt ttcttatcaa ttcataccag 

2881 ggataacatc atgaaactct ttgcccaggg tacttcactg gaccttagcc atcctcacgt 

2 941 aatggggatc 

// 
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Disclaimer | Write to the Help Desk 
NCBI I NLM I NIH 



3 of 3 



11/25/02 11:50 AM 



